for LDC-and HDC-iPSC lines used in the discovery cohort. Significantly differentially methylated probes are marked as black triangles. (b) Boxplots of aggregated CpG methylation scores across promoters for the cell lines used in the discovery cohort. The differences in mean methylation between LDC-and HDC-iPSCs across the promoter regions were not significant. Supplementary Table 2: Confirmation of significant association for nine MVPs that distinguish HDC iPSCs from LDC iPSCs. The Illumina platform was used in the initial phase, while bisulfite pyrosequencing was used as an independent analysis platform for validation.
Supplementary Table 3:
Primers used for RT-PCR to confirm pluripotency and score endodermal differentiation capacity.
target gene primer primer sequence 5´ to 3´ 
